[Homology of lysozymes of bacterial and vertebrate origin].
Theoretical analysis of structural and functional organization of vertebrate lysozymes, T4-phage lysozyme, lambda-phage endolysin and extracellular lysozyme of Chalaropsis species suggests a genetic relationship between the enzymes in question. It has been shown that the lysozyme sequences exhibit both inter- and intramolecular homology. The obtained data lend support to the concept postulating a common ancestor for the lysozyme family and subsequent divergent evolution of these proteins. The two-component primary structure of lysozymes can result from structural gene duplication and allows to explain similar catalytic activity and different substrate specificity of these enzymes by the differentiation and specialization of functions of the N- and C-components of the protein chains.